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Oral presentations at major international conferences 
 
Fasching PA: BRCA mutations, therapy response and prognosis in the neoadjuvant GeparQuinto study 
San Antonio Breast Cancer Symposium 2015 
 
Fasching PA: Patient Reported Outcomes in Advanced Breast Cancer Treated With Ribociclib + Fulvestrant: 
Results from Monaleesa-3 
Annual ESMO Meeting 2018 
 
Fasching PA: A Randomized Phase II Trial to Assess the Efficacy of Paclitaxel and Olaparib  
in Comparison to Paclitaxel and Carboplatin  Followed by Epirubicin and Cyclophosphamide as Neoadjuvant 
Chemotherapy in Patients with HER2 Negative Early Breast Cancer and Homologous Recombination Defi-
ciency (HRD)  
Annual ASCO Meeting 2019 
 
Fasching PA: Pooled Analysis of Patient-reported Quality of Life in the MONALEESA-2, -3, and -7 Trials of 
Ribociclib Plus Endocrine Therapy to Treat Hormone Receptor–positive, HER2-Negative Advanced Breast 
Cancer. 
Annual ESMO Meeting 2020 
 

5 selected full publications as first or last author (selected from 630 pubmed listed publications) 
 
Fasching PA, Liu D, Scully S et al. Identification of Two Genetic Loci Associated with Leukopenia after Chem-
otherapy in Patients with Breast Cancer. Clin Cancer Res 2022; 28: 3342-3355. DOI: 10.1158/1078-
0432.CCR-20-4774 
 
Fasching PA, Yadav S, Hu C, Wunderle M, Haberle L, Hart SN, et al.  
Mutations in BRCA1/2 and Other Panel Genes in Patients With Metastatic Breast Cancer -Association With 
Patient and Disease Characteristics and Effect on Prognosis.  
J Clin Oncol. 2021; 39: 1619-1630. 
 
Fasching PA, Link T, Hauke J, Seither F, Jackisch C, Klare P, et al.  
Neoadjuvant paclitaxel/olaparib in comparison to paclitaxel/carboplatinum in patients with HER2-negative 
breast cancer and homologous recombination deficiency (GeparOLA study).  
Ann Oncol. 2021;32:49-57. 
 
Fasching PA, Loibl S, Hu C, Hart SN, Shimelis H, Moore R, et al.  
BRCA1/2 Mutations and Bevacizumab in the Neoadjuvant Treatment of Breast Cancer: Response and Prog-
nosis Results in Patients With Triple-Negative Breast Cancer From the GeparQuinto Study.  
J Clin Oncol. 2018;36:2281-7. 
 
Couch FJ, Hart SN, Sharma P, Toland AE, Wang X, Miron P, ….. Fasching PA:  
Inherited mutations in 17 breast cancer susceptibility genes among a large triple-negative breast cancer cohort 
unselected for family history of breast cancer.  
J Clin Oncol. 2015;33:304-11. 
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 H-Index as of October 2022: 87 
 6 times:  New England Journal of Medicine:  
 One time:  Lancet 
 7 times:  Lancet Oncology 
 3 times:  Nature 
 One time:  JAMA 
 7 times  JAMA Oncology 
 23 times:  Nature Genetics 
 15 times:  Journal of Clinical Oncology 
 21 times:  Annals of Oncology 
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10  Grootes I, Keeman R, Blows FM et al. Incorporating progesterone receptor expression into the PRE‐
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HER2‐negative early breast cancer‐a pooled analysis of the randomised clinical trials PlanB and 
SUCCESS C. Br J Cancer 2022; 126: 1715‐1724. DOI: 10.1038/s41416‐021‐01690‐6 
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